[BIO/CSC 295 2009Bioinformaticd

Class 15: Gene Prediction (2)
Held: Thursday, 15 October 2009

Summary: We continue our exploration of gene prediction by (a) considering a relatively new technique
for gene prediction and (b) beginning to write our own code for finding and filtering ORFs.

Related Pages:

e EBoard.
® Reading: Kellis et al. 2003.
® Due: Reflection on Kelis et al. 2003.

Notes:

® No work for this class during break (other than self review).
o We'll have a review for the exam Tuesday after break.
® Have a great break!

Overview:
o Kellis et al. 2003.
® [Project 6.5.

Discussion of Kelliset al. 2003

A few initial questions:

® Why isS cerevisiae used as a model organism?
e \What do you see as the important results of this paper?
® \What pre-existing algorithms do the authors rely upon?

Project 6.5
Start work orf Project §.5.
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